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Camparison of the Parasitim Effect of Glochidia of Triangle M ussel
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Abstract Yelbw catfsh(P elieobagrus fulvidraco), grass carp(Ctenopharyngodon dellus), silver cawp(Hypaop hthalm ich-

thysmolitrix), bishead caip (A ristichthys nobilis), crucian cawp (Carassius auratus) were selected as hosts br he ghr

chiia of ranglemussel in hs study The effects of pamsitic densily of gloch dia and pamsitic tine on the quantity of gbr

chidia nfested on hosts were studied The developm ent of ghchidiaw as also mvestigated The results showed that either
hicher or lov er pamasitic density of gbchidia eiher bnger or shorter parasitic tme the quantity of glochid & infested on
yellow catfish and grass camp w as obvbusly higher than that on silver carp b ighead and crucian camp  The quantity of gl

chidia nfested on hosts increased significantlyw ih the increasing of the parasitic density while no obvibus change exhbt

ted when parasitic tme ncreased The rate of uvenile to glochd b pamsitized n yelbw catfidh and grass cap w as obvbus

Iy higher than that n silver cap  bishead and crucian caip A pproxmate 80% of ghbchidia pamsitized n silver carp b iz

head and crucin carp d d not m etan orphosed successfully to uvenile until it broke off from host To either he quantity of
glochidia nfested on host or the rate of uvenilg yelbw catfish and grass carp were the best wo hosts
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Tab.1 The quantity of gbchidia infested on 5 host fishes under different parasitic density of
glochidia and different parasitic tine kg
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Tab. 2 The rate of glochidia broken off fram 5 host
fishes in different stages % ’
3 6 9 10 11 12 ’ ’
2.7 9.7 302 750 8.6 97.0 ,
2.2 5.2 41.1 82.6 97.5 9. 0 P

33.8 80.6 88 2 92.4 96. 0 97. 7
33.4 789 925 98.0 100.0 100.0
45.5 874 964 9.7 100.0 100.0
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